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hIgG x Sequence of human IgGl CHI domain 

hIgG 2 Sequence of human IgG2 CHI domain 

hIgG 3 Sequence of human IgG3 CHI domain 

hIgG« Sequence of human IgG4 CHI domain 

hum* Sequence of human kappa CL domain 

humA. Sequence of human lambda CL domain 

114 128 139 

i 1 , l 

hIgG x ASTKGPSVFPLAPSSKSTSGGTAAL 
hIgG 2 ASTKGPSVFPLAPCSRSTSESTAAL 
hIgG 3 ASTKG PSVFPLAPCSRSTSGGTAAL 

hIgG< ASTKGPSVFPLAPCSRSTSESTAAL 

108 122 131 

i i I 

hum* RTVAAPSVFIFPPSDEQLKSGTASV 
humk QPKAAPSVTLFPPSSEELQANKATL 



Fabvlb ASTKGPSVFPLAPSPKNS SMISN T P A L 

of interest P K N S SMISN T P 



most important *** * 

hIgG 1 GCLVKDYFPEPVTVSWNSGALTS 

hIgG 2 GCLVKDYFPEPVTVSWNSGALTS 

hIgG 3 GCLVKDYFPEPVTVSWNSGALTS 

hIgG 4 GCLVKDYFPEPVTVSWNSGALTS 

humK VCLLNNFYPREAKVQWKVDNALQ 

hum* VCL IS DFYPGAVTVAWKADS S PV 



Fabvlb GCLVKDYFPEPVTVSWNSGALTS 

hIg'G l GVHTFPAVLQSSG---LYSLSSV 
hIgG 2 GVHTFPAVLQSSG- - -LYSLSSV 



Figure 4A 



hIgG 3 GVHTFPAVLQSSG- - - LYSLSSV 

hIgG 4 GVHTFPAVLQSSG - - - LYSLSSV 

huitlK SGNSQESVTEQDSKDSTYSLSST 

huxaX KAGVETTTPSKQSNN-KYAASSY 



Fabvlb GVHTFPAVLQSSG - - - LYSLSSV 

193 200 203 

I i 1 

hlgG, VTVPSSSLGT-QTYICNVNHKPS 
hIgG 2 VTVPSSNFGT-QTYTCNVDHKPS 
h!gG 3 VTVPSSSLGT-QTYTCNVNHK-PS 
hIgG 4 VTVPSSSLGT-KTYTCNVDHKPS 

181 190 

1 I 
huiUK LTLSKADYEKHKVYACEVTHQGL 
hum* LSLTPEQWKSHRSYSCQVTHEGS 



Fabvlb VTVPHQSLGT-QTYICNVNHKPS 
of interest HQNLSDGK 



most important * * * * * 

hlgG! NTKVDKRV- - - 

hIgG 2 NTKVDKTV- - - 

hIgG 3 NTKVDKRV- - - 

hIgG 4 NTKVDKRV- - - 

huiUK SSPVTKSFNRGEC 

humX TVEKTVAPTECS 



Fabvlb NTKVDKRV - - - 



Figure 4B 



